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Objective: Multiple endocrine neoplasia type 1 (MEN1) is associated with an early-onset elevated
breast cancer risk. This finding potentially has implications for breast cancer screening for women
withMEN1, and therefore it is necessary to assess whether other risk factors are involved to identify
those at greatest risk.

Design: A cross-sectional case control study was performed using the Dutch MEN1 cohort,
including .90% of the adult Dutch MEN1 population. All women with a confirmed MEN1
mutation received a questionnaire regarding cancer family history and breast cancer–related
endocrine and general cancer risk factors.

Results:A total of 138 of 165 (84%) eligiblewomenwithMEN1 completed the questionnaire. Eleven
of the 138 women had breast cancer. Another 34 relatives with breast cancer were identified in the
families of the included women, of whom 11 were obligate MEN1 carriers, 14 had no MEN1
mutation, and9had anunknownMEN1 status. Themedian age at breast cancer diagnosis ofwomen
withMEN1 (n = 22) was 45 years (range, 30 to 80 years), in comparison with 57.5 years (range, 40 to
85 years) in female relatives without MEN1 (n = 14; P = 0.03) and 61.2 years in the Dutch reference
population. Known endocrine risk factors and general risk factors were not different for women
with and without breast cancer.

Conclusion: The increased breast cancer risk in MEN1 carriers was not related to other known breast
cancer risk factors or familial cancer history, and therefore breast cancer surveillance from the age of
40 years for all women with MEN1 is justifiable. (J Clin Endocrinol Metab 102: 2083–2090, 2017)
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Carrying a mutation in a gene that gives rise to an
increased breast cancer risk leads to distress in pa-

tients and may necessitate breast cancer screening from a
younger age. Recently, our group reported that the
MEN1 gene predisposes for early-onset breast cancer in
female carriers. Multiple endocrine neoplasia type 1
(MEN1)-related breast tumors showed loss of the wild-
type MEN1 allele, suggesting a cell-autonomous and
MEN1 gene–dependent tumorigenic mechanism (1). This
was further strengthened by the observation that si-
lencing of the MEN1 gene results in proliferative gene
expression changes in primary mammary luminal pro-
genitor cells in human breast tissue (2). Considering the
impact on patients and the potential need of changing the
current guidelines regarding early breast cancer surveil-
lance, further research is indispensable to identify po-
tential additional risk factors that might have influenced
this result (3).

A mutation in the MEN1 tumor-suppressor gene
leads to MEN1, which is classically characterized by the
combined occurrence of parathyroid adenomas, pitui-
tary adenomas, and duodenopancreatic neuroendocrine
tumors (4, 5). The prevalence of MEN1 is 3 to 4/
100,000, which underlines the rarity of the disease
(6). Performing association studies for a rare disease in
this population is therefore challenging, and cautious-
ness in formulating advice on breast cancer surveillance
should be regarded.

The relative risk for breast cancer for women with
MEN1 of 2.83 (1) categorizes the MEN1 gene as a
moderate risk factor for breast cancer (7). Women with
an increased breast cancer risk may benefit from in-
tensified screening from an earlier age and possibly at
shorter intervals than women at average risk (8).
Screening is associated with a reduction in breast cancer
mortality of ~35% to 70% in different European studies
(9–11). However, breast cancer surveillance also gives
rise to a risk of false-positive findings, resulting in un-
necessary biopsies, especially when screening starts at a
younger age (12, 13). When weighing the potential
benefits and harms of screening, the important question
arises from which age and interval women with MEN1
should be screened.

The mean age at breast cancer diagnosis was 48 years
for the Dutch MEN1 population and 51 years for three
validation cohorts (1). This is 10 years earlier than the
median age of 61.2 years at breast cancer diagnosis for
women in the general Dutch population and underlines
the young breast cancer onset in women with MEN1.

In formulating advice, known breast cancer risk fac-
tors such as lifestyle factors (14, 15), endocrine-related
risk factors (16), and a high occurrence of breast cancer in

the family should be considered. These risk factors should
be considered, which is challenging given the small
sample size of the cohorts of patients with MEN1 as a
consequence of the rarity of the disease. Nevertheless, the
elevated relative risk and younger age of onset justify
further research. Therefore, the initial aim of this study
was to assess the role of familial breast cancer risk,
lifestyle, and endocrine-related risk factors in the higher
risk for breast cancer in women with MEN1. The second
aim was to formulate a recommendation on screening for
daily clinical practice of MEN1 care.

Methods

Study design and patients
Female patients were selected for this study from the Dutch

MEN1 study group (DMSG) database. This longitudinal da-
tabase includes .90% of all Dutch patients with MEN1, aged
16 years and older at the end of 2013, treated at one of the
Dutch University Medical Centers between 1990 and 2013.
Women with a MEN1 mutation or a clinical MEN1 diagnosis
from a family with a confirmed MEN1 mutation were eligible
for this study.We performed a cross-sectional case control study
fromApril 2015 to October 2016 in which eligible women were
invited to complete a questionnaire.

All women who participated in the study provided written
informed consent. TheMedical Ethical Committees of all Dutch
University Medical Centers in the Netherlands confirmed that
the Medical Research Involving Human Subjects Act (WMO)
did not apply to this study, and therefore an official approval
was not required under WMO.

Questionnaire
The questionnaire was completed by hand or on line. The

questionnaire addressed the following topics.

Medical history
Respondents were asked whether they had breast cancer and

when it was diagnosed.

Family history
Participants were asked to fill out which familymembers had

non–MEN1-related cancer and whether these family members
were MEN1 carriers. This was specifically asked for their first-
and second-degree relatives.

Lifestyle factors
Current and past smoking status was assessed by inquiring

the years and type of smoking (cigarettes/cigars). Regarding
alcohol consumption, we asked about consumption per decade,
start of alcohol consumption, and quantity of consumption.
Weight and history of weight change were determined. Height
was self-reported and used to calculate body mass index.

Endocrine-related factors
Women were asked to complete questions about age at

menarche, oral contraceptive use, pregnancies, breast feeding,
and hormone replacement.
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Family history
We constructed pedigrees for each participant/respondent.

Accuracy of the family relationships and medical data of the
relatives was verified through the pedigrees of the MEN1
families that are documented in the medical records at the
department of internal medicine or clinical genetics (17). The
pedigrees focused on MEN1 and breast cancer. Participants
filled out which family members had breast cancer and if those
family members were diagnosed with MEN1.

Age at breast cancer diagnosis
To compare the age at breast cancer diagnosis of our cohort

with the age of breast cancer occurrence of the general Dutch
population, data were retrieved from the Netherlands Cancer
Registry, which is hosted by the Netherlands Comprehensive
Cancer Organization. The age of breast cancer onset of women
with MEN1 and their female relatives without MEN1 was
assessed to study if an early age of breast cancer onset was a
familial predisposition or exclusively related toMEN1. The age
of breast cancer occurrence of family members who were not
included in our DMSG database was reported by the re-
spondents. These family members were non-MEN1 carriers,
MEN1 carriers not living in the Netherlands, or deceased
(otherwise these patients would have been included in the
database).

Statistical analysis
Descriptive statistics were used to characterize the study

population, to determine the age of breast cancer onset, and to
examine the difference betweenwomenwith andwithout breast
cancer. For this cross-sectional case control study, women with
MEN1 were cases, and women with MEN1 but without breast
cancer were used as controls. Although this is a case-control
study, odds ratios are not calculated because prevalent cases are
presented wherein the odds ratio is not representative for the
risk ratio. Independent sample t tests or Mann-Whitney U tests
for continuous variables and the x2 tests or Fisher’s exact tests
for categorical variables compared potential risk factors be-
tween women with and without breast cancer.

Results

Response rate
A total of 210 women with MEN1 were identified, of

whom 45 (21.4%) were ineligible for inclusion because
they only had two MEN1-related major manifestations,
but none had a confirmed MEN1 mutation or family
members with a MEN1 mutation, were not in follow-up
at time of data collection, or had died. Of the 165 eligible
women, three refused to participate, eight women could
not be reached, and three women died during data col-
lection. Of the remaining 151 women, a total of 138
completed the questionnaire, giving a response rate of
84% (Fig. 1).

Familial breast cancer
Respondents were from a total of 64 families, with a

median of two respondents (range, 1 to 12 respondents)

per family. Eleven respondents with breast cancer and
MEN1 were from 10 different families. According to the
Dutch guidelines, additional BRCA1/2 and CHEK1
mutation analyses were performed in a family with two
cases, of whom both mutations were negative. Through
the family histories of all the respondents, 11 additional
obligate MEN1 carriers with breast cancer from 11
families were identified. A total of 21 (33%) families had
patients with breast cancer and MEN1. Sixteen (73%)
women with breast cancer and MEN1 had no family
members with breast cancer. Five women had a single
family member with MEN1 and breast cancer. In two
different families, there were two first-degree relatives
with MEN1 and breast cancer. In one of these families,
CHEK2 and BRCAwere tested and found to be negative.
In one family, there were two second-degree family
members, one with breast cancer and MEN1 and one
with breast cancer at the age of 80 years for whom the
MEN1 status was unknown. One family member with
breast cancer, identified by the questionnaire, had BRCA1
but was not a carrier of the MEN1 gene.

Comparison of risk factors between respondents
with and without breast cancer

Although there were some small differences between
the groups, no significant and clinically relevant differ-
ences in breast cancer risk factors between the re-
spondents with and without breast cancer were observed
(Table 1). All women were white, and none had a
prolactinoma.

Age at breast cancer diagnosis
Eleven respondents with a confirmed MEN1 gene mu-

tation had been diagnosed with breast cancer and were
included in the DutchMEN database. The breast cancer
diagnosis was based on pathology reports. The median age
at diagnosis was 44 years (range, 34 to 64 years). Another
34 women with breast cancer were identified through the
family history of the respondents. Eleven of those women
were obligate MEN1 carriers, 14 had breast cancer but did
not have MEN1, and nine had an unknown MEN1 status.

The median age at breast cancer diagnosis of the total
of 22 women with MEN1 (confirmed MEN1 gene mu-
tation and obligate carriers) was 45 years (range, 30 to
80 years), in comparison with a median age of breast cancer
onset of 57.5 years (range, 40 to 85 years) (P = 0.03) in the
relatives who did not have aMEN1mutation. The mean
age at breast cancer diagnosis in the Dutch population
was 61.2 years from 2009 to 2013 (18). Five out of
35 women withMEN1 having a negativeMEN1mutation
test had breast cancer, resembling the chance of breast
cancer for women from the general Dutch population.
One of those women had a prolactinoma before breast
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cancer diagnosis. The median age of breast cancer in
those patients was 60 years (range, 48 to 69 years), which
is in line with thewomen in the general Dutch population.

Discussion

In the current study, based on a valid representation of
all known Dutch MEN1 families corresponding to a
response rate of 84%, predisposing general and re-
productive risk factors were equally present in women
with MEN1 with and without breast cancer. In the
majority of cases, familial breast cancer was not present.
By identifying 11 additional MEN1-related breast cancer
cases, we confirmed that that the age of breast cancer
onset is significantly lower in women with MEN1 than
without MEN1.

Familial breast cancer risk can be modified by other
risk factors, such as age at menarche and menopause, age
at first child birth, parity, oral contraception use, breast
feeding, alcohol consumption, and smoking (19–25).
Patients with breast cancer could have had more pre-
disposing factors for breast cancer than control subjects

(16). However, Table 1 reflects that there were no major
differences between cases and control subjects that pre-
dispose for breast cancer. Small, nonsignificant differences
between cases and control subjects were found for breast-
feeding, in which cases had breastfed 2 months longer than
control subjects. Each year of breastfeeding reduces the
breast cancer risk by 4.3%, in addition to the risk associated
with each birth (26). Furthermore, a higher percentage of
cases hadever smoked, but the reporteddurationof smoking
was longer in control subjects. Cases started smoking at a
younger age than control subjects. An increased breast
cancer risk has been found in women who smoke between
menarche and first full-term pregnancy (27, 28). Frequent
radiation exposure by surveillance with computer-assisted
tomography (CAT) scans as part of MEN1 screening could
potentially increase breast cancer risk. In this respect, CAT
scans can be considered a confounder, and therefore the
frequency of CAT scanswas compared for womenwith and
without breast cancer. This number was equal for both
groups, and therefore this risk seems marginal.

The age of breast cancer diagnosis of mutation-
negative women with MEN1 was not different from

Figure 1. Flowchart of the study population.
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the general Dutch population. This outcome confirms the
findings of a previous study in which mutation-positive
patients with MEN1 had a different phenotype when
compared with mutation-negative patients (29).

Limitations
The small sample size of this study is a limitation,

especially in finding significant differences in risk factors
between women with and without breast cancer. Only
large effects can be detected with a small sample size,
which is reflected by the limited power. However, to our
knowledge, this is, to date, the largest cohort in which this
topic has been studied, and we aimed for identifying
strong risk factors that may modify the relation between
MEN1 and breast cancer. In line with the retrospective
nature of this study, other low- and moderate-penetrance
breast cancer genes, such as CHEK2, were not tested in
all respondents with breast cancer because it was not the
standard of care at time of genetic counseling. This can be
considered another limitation. The guidelines regarding
genetic testing in women with breast cancer were revised
in the Netherlands in 2014, and since then CHEK2 has
been routinely tested. According to the guidelines,
women included in the current study who were eligible
for additional testing for the CHEK2 mutation were
tested and did not have this mutation. The rationale for
CHEK2 mutation testing is the occurrence of the
CHEK2*1100delC mutation in 1% of the general Dutch
population and in 5% of women with breast cancer (30).
At this time, genetic testing for other low- and moderate-
penetrance breast cancer genes is not the standard of care.

Another potential concern is the recall bias, which refers
to systematically overreporting or underreporting of
exposure to risk factors in women with breast cancer in
comparison with women without breast cancer. Previous
case-control studies assessing the association between
risk factors and breast cancer have concluded that there
was minimal recall bias in reporting alcohol consumption
and physical activity (31, 32).

Strengths
A major strength of this study is the population-based

DMSG database, which consists of .90% of the total
Dutch MEN1 population. The occurrence of selection
bias is therefore minimized by the high coverage of pa-
tients with MEN1. Subsequently, the high response rate
of 84% contributes to the reliability and validity of the
study results. This is the largest MEN1 cohort in which
this topic has been studied, which makes the data unique.
The women who were identified by the questionnaire
were not included in the database because they either had
died or did not live in the Netherlands. This confirms the
rigorous manner of identifying of all patients withMEN1
who are currently under medical care in the Netherlands
by the DMSG database.

Familial breast cancer risk is an important risk factor
that is reflected by its inclusion in different screening
assessment tools, such as the Claus, BOADICEA, and
Tirer-Cusick models, in estimating breast cancer risk
(33–35). Familial breast cancer and MEN1 carriership
were assessed thoroughly in the questionnaire, and
the accuracy was verified by pedigrees present at the

Table 1. Comparison of General and Reproductive/Endocrine Factors in Women With MEN1 With and
Without Breast Cancer

Breast Cancer (n = 11) No Breast Cancer (n = 127) P Value

Age at menarche, y 13 (12–14) 13 (9–18) 0.6
Parity 2.0 (0–3) 2.0 (0–7) 1.0
Nulliparity, % 36 33 1.0
OAC before age 20, % 50 72 0.2
Duration OAC, y 11 (2–26) 10 (1–36) 0.9
Age at menarche, y 13 (12–14) 13 (9–18) 0.6
Total duration of breast feeding, mo 5 (0–12) 3 (0–52) 0.4
Age at first birth, y 26 (20–31) 27 (19–40) 0.5
BMI at inclusion 23 (17–32) 24 (19–41) 0.3
BMI at age 18 20.8 (18–25) 21 (16–29) 0.8
Smoking ever,a % 55 41 0.4
Smoking, age at start, y 16 (14–25) 16 (12–29) 0.4
Smoking duration, y 11 (2–29) 16 (4–49) 0.3
Age at first alcohol use, y 18 (16–20) 16 (12–50) 0.1
Never used alcohol, % 18 20 0.6
CAT scans (thoracic), n 2 (1–9) 2 (1–14) 1.0

Data are presented asmedian6 range or percentage. P values are derived from x2 or Fisher exact tests and independent-sample t test orMann-WhitneyU
test.

Abbreviations: BMI, body mass index; CAT, computer-assisted tomography; OAC, oral anticonception.
aMore than one cigarette per day for .1 year.
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department of internal medicine and genetics. Because
more family members of one family filled out the ques-
tionnaire, the accuracy of the family trees could be
checked. The accuracy of family histories provided by
women on reporting breast cancer family history is
generally reliable (36). By comparing the age of breast
cancer onset in non-MEN1 female relatives to women
with MEN1, the optimal controls were created to adjust
for another familial risk factor, which can be considered a
major strength.

Breast cancer surveillance in women with MEN1
The purpose of breast cancer screening is to reduce breast

cancer–specific mortality and the incidence of advanced
breast cancer. The incidence and mortality risk of breast
cancer in the Netherlands were 172/100,000 and 35.5/
100,000 in 2014, respectively. On average, there is a rela-
tive reduction of 50% in mortality from breast cancer in
women who undergo mammographic screening (9–11).In
formulating advice on breast cancer screening, treatment-
related morbidity and the harms of screening are considered
(37). The national breast cancer screening program in the
Netherlands consists of biennial screening mammography
forwomen aged 50 to 74 years (38). This is in linewithmost
European countries and the recommendation of the US
Preventive Services Task Force (38, 39). Considering the
median age of 45 for breast cancer diagnosis in womenwith
MEN1, the question arises of whether the current screening
program applies to this population. For women aged 40 to
74 years with an average breast cancer risk, there is evidence
that screening by mammography reduces breast cancer
mortality, but there is also considerable harm in this group
due to diagnosis and treatment of noninvasive breast cancer
that would not have become life threatening or to clinical
attention in thewoman’s lifetime in the absence of screening.
False-positive results as a consequenceof overdiagnosis leads
to unnecessary and invasive follow-up (13).

Mandelblatt et al. (12) studied the harms and benefits of
eight different screening strategies by using different simu-
lation models and found that annual screening from the age
of 40 years in women with a twofold to fourfold increase in
breast cancer risk had similar or even more favorable harm/
benefit ratios as biennial screening of women with average-
risk from 50 to 74 years of age. This seems directly appli-
cable for women with MEN1 with a relative risk of 2.8
and amedian age at diagnosis of 45 years. However, as part
of surveillance for MEN1, women with MEN1 undergo a
stringent screening program to detect MEN1-related tu-
mors. The addition of another screening modality will in-
crease the burden. Moreover, the tumors can be
characterized as prognostically “favorable” because the
majority of tumors of initial cases were luminal-type breast
cancers.Only onewomanhad a triple-negative breast tumor

(1). Considering this, one may question if women with
MEN1 should be screened from an earlier age. Interestingly,
60% of women with breast cancer were premenopausal at
time of breast cancer diagnosis, which is in line with the
younger age at diagnosis.

Clinical implications: to screen or not to screen?
The findings of the current study highlight the need for

adaptation of the clinical guidelines regarding breast
cancer screening. The small population, and conse-
quently the limited power, make it difficult to formulate a
strong recommendation. However, in this extended co-
hort and in three independent international cohorts (1),
the younger age at breast cancer diagnosis has been
confirmed. This early age of breast cancer onset, which is
at least 12 years earlier than the general population, can
therefore not be neglected. In addition, based on the
results, there is no indication that breast cancer was
caused by other risk factors or familial risk. A suggested
age to start screening is from the age of 40 years bi-
ennially. This is almost 10 years before the mean age
of breast cancer in our cohort and in concordance with
the Dutch screening program that starts at the age of
50 years, which is 10 years before the mean age of breast
cancer in the general Dutch population.

In our view, a biennial screening program from the age of
40 is justifiablebecause themajorityof breast tumorswereof
luminal type and can therefore be considered prognostically
favorable (1). In addition, the burden of an annual screening
program can therefore be avoided. Large international
collaborations are needed to assess the effect of breast cancer
screening inwomenwithMEN1 forwhomthepreventionof
progressed breast cancer by early diagnosis is weighed
against the potential harms as a consequence of over-
diagnosis and unnecessary invasive follow-up.

Acknowledgments

Address all correspondence and requests for reprints to: Gerlof
D. Valk, PhD, Department of Endocrine Oncology, University
Medical Center Utrecht, 3584 CX Utrecht, The Netherlands.
Email: g.d.valk@umcutrecht.nl.

This work was supported in part by an unrestricted edu-
cational grant by Ipsen Pharmaceutical (Great Britain) (to
G.D.V.).

Disclosure Summary: The authors have nothing to disclose.

References

1. Dreijerink KM, Goudet P, Burgess JR, Valk GD; International
Breast Cancer inMEN1 Study Group. Breast-cancer predisposition
in multiple endocrine neoplasia type 1.NEngl JMed. 2014;371(6):
583–584.

2. Dreijerink KM, Groner AC, Vos ES, Font-Tello A, Gu L, Chi D,
Reyes J, Cook J, Lim E, Lin CY, de Laat W, Rao PK, Long HW,

2088 van Leeuwaarde et al Indication for Breast Cancer Screening in MEN1? J Clin Endocrinol Metab, June 2017, 102(6):2083–2090

mailto:g.d.valk@umcutrecht.nl


Brown M. Enhancer-mediated oncogenic function of the Menin
tumor suppressor in breast cancer. Cell Reports. 2017;18(10):
2359–2372.

3. Brennan P, Valk GD. Breast cancer risk inMEN1: a cancer genetics
perspective. Clin Endocrinol (Oxf). 2015;82(3):327–229.

4. Carty SE, Helm AK, Amico JA, ClarkeMR, Foley TP, Watson CG,
Mulvihill JJ. The variable penetrance and spectrum of manifesta-
tions of multiple endocrine neoplasia type 1. Surgery. 1998;124(6):
1106–1113, discussion 1113–1114.

5. KouvarakiMA, Lee JE, Shapiro SE, Gagel RF, Sherman SI, Sellin
RV, Cote GJ, Evans DB. Genotype-phenotype analysis in
multiple endocrine neoplasia type 1. Arch Surg. 2002;137(6):
641–647.

6. Chandrasekharappa SC, Guru SC, Manickam P, Olufemi SE,
Collins FS, Emmert-Buck MR, Debelenko LV, Zhuang Z,
Lubensky IA, Liotta LA, Crabtree JS,WangY, Roe BA,Weisemann
J, BoguskiMS, Agarwal SK, KesterMB, KimYS, Heppner C, Dong
Q, Spiegel AM, Burns AL, Marx SJ. Positional cloning of the gene
for multiple endocrine neoplasia-type 1. Science. 1997;276(5311):
404–407.

7. National Collaborating Centre for Cancer. NICE Clinical Guide-
lines, No. 164. Familial breast cancer: classification and care of
people at risk at familial breast cancer and related risks in people w
ith a family history of breast cancer. Cardiff, UK: National Col-
laborating Centre for Cancer; 2013.

8. Lauby-Secretan B, Scoccianti C, Loomis D, Benbrahim-Tallaa L,
BouvardV, Bianchini F, Straif K; International Agency forResearch
on Cancer Handbook Working Group. Breast-cancer screening:
viewpoint of the IARC Working Group. N Engl J Med. 2015;372:
2353–2358.

9. van Schoor G,Moss SM, Otten JD, Donders R, Paap E, den Heeten
GJ, Holland R, Broeders MJ, Verbeek AL. Increasingly strong
reduction in breast cancer mortality due to screening. Br J Cancer.
2011;104(6):910–914.

10. Paap E, Verbeek AL, Puliti D, Paci E, BroedersMJM. Breast cancer
screening case-control study design: impact on breast cancer
mortality. Ann Oncol. 2011;22(4):863–869.

11. Otto SJ, Fracheboud J, Verbeek ALM, Boer R, Reijerink-Verheij
JC, Otten JD, Broeders MJ, de Koning HJ; National Evaluation
Team for Breast Cancer Screening. Mammography screening and
risk of breast cancer death: a population-based case-control study.
Cancer Epidemiol Biomarkers Prev. 2012;21(1):66–73.

12. Mandelblatt JS, Stout NK, Schechter CB, van den Broek JJ,
Miglioretti DL, Krapcho M, Trentham-Dietz A, Munoz D, Lee SJ,
Berry DA, van Ravesteyn NT, Alagoz O, Kerlikowske K, Tosteson
AN, Near AM, Hoeffken A, Chang Y, Heijnsdijk EA, Chisholm G,
Huang X, Huang H, ErgunMA, Gangnon R, Sprague BL, Plevritis
S, Feuer E, de Koning HJ, Cronin KA. Collaborative modeling of
the benefits and harms associated with different U.S. breast cancer
screening strategies. Ann Intern Med. 2016;164:215–225.

13. Marmot MG, Altman DG, Cameron DA, Dewar JA, Thompson
SG, Wilcox M. The benefits and harms of breast cancer screening:
an independent review. Br J Cancer. 2013;108(11):2205–2240.

14. Romieu I, Scoccianti C, Chajès V, de Batlle J, Biessy C, Dossus L,
Baglietto L, Clavel-Chapelon F, Overvad K, Olsen A, Tjønneland
A, Kaaks R, Lukanova A, Boeing H, Trichopoulou A, Lagiou P,
Trichopoulos D, Palli D, Sieri S, Tumino R, Vineis P, Panico S,
Bueno-de-Mesquita HB, van Gils CH, Peeters PH, Lund E, Skeie G,
Weiderpass E, Quirós Garcı́a JR, Chirlaque MD, Ardanaz E,
Sánchez MJ, Duell EJ, Amiano P, Borgquist S, Wirfält E, Hallmans
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